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Abstract: The de Bruijn graph (DBG) and the generalized suffix tree (GST) are two 
fundamental data structures in bioinformatics. The DBG finds its application in the de novo 
assembly of high-throughput sequencing reads, while the GST, in its diverse realizations, 
is used to map reads to previously assembled reference genomes. In this talk, we discuss 
a recent work by Cazaux, Lecroq and Rivals (2014) establishing the link between these 
two data structures and showing how the DBG can be constructed from the GST in linear 
time and memory. Such result allows to dynamically update the DBG's order k, which is 
beneficial for modern de novo assembly methods, and leads to a representation of the 
DBG in compact space. 
 

 
 

Die Disputation besteht aus dem o. g. Vortrag, danach der Vorstellung der Dissertation 
einschließlich jeweils anschließenden Aussprachen. 
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