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Abstract: Network reconstruction refers to the task of identifying associations between
variables of a complex system from observed data. Different network reconstruction
methods exist and have been applied to identify associations in a variety of biological
systems. For some methods, an essential step is the estimation of the covariance matrix
from the measurements of the variables in the network. From the covariance matrix the
associations connecting the variables in the network can be identified by exploiting
properties of conditional independence. During estimation sparse regression methods
incorporate a regularization term on the entries of the covariance matrix leading to sparse
and interpretable networks. In the first part of the presentation sparse regression-based
methods for network reconstruction are reviewed. In the second part of the presentation
the thesis entitled 'Bioinformatics approaches for understanding chromatin regulation' will
be summarized.

Die Disputation besteht aus dem o. g. Vortrag, danach der Vorstellung der Dissertation
einschlieBlich jeweils anschlieBenden Aussprachen.
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