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Abstract: Complex multivariate datasets may be explained as a combination of simpler 
components. Non-negative matrix factorization (NMF) is a computational method that 
recovers these hidden components from their combinations in the case where the data is 
non-negative. In this talk we will present the assumptions and the algorithms upon which 
NMF is based as well as some important applications. 
Finally, we will compare NMF with other factorization techniques, such as k-means 
clustering. We will show that different factorization approaches correspond to different 
assumptions about the hidden substructure of the data and we will show which method is 
more appropriate in which circumstances. 
 

 
Die Disputation besteht aus dem o. g. Vortrag, danach der Vorstellung der Dissertation 

einschließlich jeweils anschließenden Aussprachen. 
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