AUSHANG

FREIE UNIVERSITAT BERLIN

Fachbereich Mathematik und Informatik

Promotionsbiiro, Arnimallee 14, 14195 Berlin

DISPUTATION

Montag, 12. Februar 2018, 10.00 Uhr

Ort: Takustr. 9, Raum 053, 14195 Berlin
Disputation Gber die Doktorarbeit von
Frau Khadija El Amrani

Thema der Dissertation:
Computational methods
for the identification and characterization of tissues and cells

Thema der Disputation:
Computational methods for cellular transdifferentiation

Die Arbeit wurde unter der Betreuung von Prof. Dr. P. N. Robinson durchgefihrt.

Abstract: Direct lineage reprogramming by overexpression of defined transcription factors
(TFs) is a promising approach for research and regenerative medicine. However, the
experimental identification of key TFs that control cell identity is expensive and time-
consuming. Thus, fast computational methods are needed to accelerate the discovery of
sets of factors that drive the transdifferentiation of a cell type into another.

In this talk | will present Mogrify [1], a computational approach that combines gene
expression data with regulatory network information, in order to predict the reprogramming
factors necessary to induce cell conversion.

Further, | will compare this method to two other methods for predicting TFs for cell
conversion, namely CellNet [2], and the method developed by D’Allessio et al. [3]. Finally,
| will consider the similarities and differences of the three methods [4].
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Die Disputation besteht aus dem o. g. Vortrag, danach der Vorstellung der Dissertation einschlieBlich
jeweils anschlieBenden Aussprachen.
Interessierte werden hiermit herzlich eingeladen
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