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Abstract: 
 
Understanding the structure of viral populations is crucial for disease control strategies. 
Sequencing data with sufficient coverage can be used to analyze these populations and to 
identify also low frequency variants. Difficulties arise since sequencing errors need to be 
identified such that they are not confounded with true biological variation. Then statistical 
modeling based on a variant of the expectation maximization algorithm can be applied to 
quantify a minimal set of previously identified haplotypes. 


